Supplementary Material

Supplementary Figure S1: (A) TNVs did not affect the viability of normal and cancer cells. MTT
assay of HS5, HDFa, THLE2, SW480 and Caco-2 cells treated with different doses of TNVs (1, 5,
10, 25 pg/ml) for 24 and 48 h. SW480 and Caco-2 cells were also treated with 10% DMSO as
positive control of cell death. (B) TNV internalization in SW480 and Caco-2 after 2 hours treatment;
TNVs were stained with PKH26 (in red), actin with actin green (in green), and nuclei with Hoechst
(in blue). Scale bars are 10um. The histogram reports the mean fluorescence intensity (MFI)
calculated based on cell surface. Data are represented as mean +SD. (C) The gene expression level of
DDHD1 in SW480 cells treated with DDHD1-siRNA TNV pellets or transfected with DDHD1-
SiRNA for 48 h using HiPerFect. Value are plotted as the mean +SD of the level of the target gene
normalized to the housekeeping. (n=4). (D) MTT assay of SW480 cells treated for 48 h with
scrambled-siRNA TNVs and DDHD1-siRNA TNVs (n=2).
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